Country: France

Brassica crops:

· Oilseed rape is the most important oilseed crop in France with 1.3 million hectares in 2005. It will significantly increase in relation to the development of the use of biodiesel (1.7 million ha expected in 2010).
· Oil from rapeseed is the basis of food uses (oil for salad, canning industry, margarines…) as well as non-food uses (biodiesel, lubricants, detergents, inks, plastics…). Most of rapeseed meal is used for feed.
· The French production of horticultural Brassica crops is of 680 000 tons from 35 350 ha; cauliflower represents the most important crops (440 000 tons) (2004, FAO).
Research & Development:

Genomics initiatives and resources:

2000-2005: Génoplante initiative

· Development of a reference BAC library of oilseed rape (‘Darmor-bzh’), 200kb, mean insert size, 12x genome coverage (73000 clones), HindIII digest …….

· Development of several “pooled-BAC libraries” from different cultivars as well as synthetic polyploids 

· Generation of 39000 oilseed rape EST (released in public domain in June 2004) and organised in 13000 contigs

· Development of Physical Functional Markers (PFM) developed from Arabidopsis  sequence and B. napus ESTs; anchored on the Arabidopsis genome, on the oilseed rape BAC library and genetic maps.

· Oilseed rape and horticultural Brassicas genetic mapping and application of gene expression microarrays to develop molecular markers for different agronomic traits (disease resistance, seed quality)

· Cloning of genes.

Continuation in Gabi-Génoplante and Génoplante 2010. 

Centres of Brassica research in Country
	Universities
	University of Rennes I 

University of Perpignan
	Abiotic stress/B. napus
Oil composition/B. napus

	Institutes


	INRA
	Oilseed Brassica (B. napus, B. rapa)

Horticultural Brassicas

	Companies 
	AgriObtention (breeding)

Caussade Semences (breeding)

DSV (breeding)

Euralis génétique (breeding)

Florimond-Desprez (breeding)

Jouffray Drillaud (breeding)

KWS (breeding)

Limagrain Verneuil Holding

(breeding)

MaÏsadour (breeding)

Momont (breeding)

Monsanto (breeding)

Pioneer Génétique(breeding)

R2n (breeding)

Saaten Union (breeding)

Serasem (breeding)

SW Seed (breeding)

Syngenta (breeding)

Vilmorin-Clause-Cie (breeding)

Organisation Bretonne de

Sélection (breeding)

Graines Gautier (Breeding)

	Oilseed rape

Oilseed rape

Oilseed rape

Oilseed rape

Oilseed rape

Oilseed rape

Oilseed rape

Fodder rape

Oilseed rape

Oilseed rape

Oilseed rape

Oilseed rape

Oilseed rape

Oilseed rape

Oilseed rape

Oilseed rape

Oilseed rape

Oilseed rape

Oilseed rape

Oilseed rape/Vegetables

Vegetables

Vegetables

Vegetables

Vegetables


National networks:

PROMOSOL: Association between INRA, CETIOM, ONIDOL, AMSOL (Association of Private Breeders)

Communication and meetings

Annual National Brassica meeting on Genomics: INRA, Universities…

Annual meeting on Oilseed rape between INRA, CETIOM, AMSOL, GEVES

Interaction with Arabidopsis community:

INRA Brassica groups use Arabidopsis in their own research and currently collaborates with INRA Arabidopsis groups on integrating genomic data 

Sources of research support:

	Public funders:
	ANR (National Research Agency) including Génoplante

	Levy boards:
	· Promosol

· GIE Colza

· Cetiom


Major topics of research include:

· Genetics, map integration, comparative genomics, Physical mapping

· Genome evolution

· QTL analysis

· Polyploidy, recombination

· Seed trait quality (composition and content): oil, protein, tannins…

· Disease resistance, durability

· Nitrogen uptake and transport

· Senescence

· Abiotic stress

· Natural variation, genetic resources

Platforms

· BAC-based physical contigs anchored to Arabidopsis

· Genetic resources (CRB 43 and 49; Center for Biological Ressources)

· Reference mapping population

· Genetic linkage maps

· SSR and SNP development

· B. napus Tilling population

· Molecular cytogenetics platform (http://www.rennes.inra.fr/apbv/plateformes/cytomol.htm) 

· OUEST-genopole( facilities: sequencing/genotyping; transcriptomics, proteomics, functional exploration, bioinformatics (www.ouest-genopole.org) 

